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Genetic code
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UUU  Phe ucu Ser UAU - -~ Tyr UGU Cys U
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UUA  Lew  UCA  Ser "l’; "l",;::l"lll !IIIII-.-!! A
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GUA Val GCA Ala GAA Gl GGA  Gly

GUG Val GCG Ala GAG Glu GGG Gy ¢
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